Summary Two newly established inbred strains derived from Mus musculus musculus, designated PWD/Ph (F29) and PWK/Ph (F33), were examined for their alleles at 37 biochemical loci located on 12 different chromosomes. The allelic pattern showed characteristic differences from those observed in common inbred strains. The genetic distance D between PWK/Ph and PWD/Ph was 0'027, whereas the corresponding values for the genetic distances between PWK/ Ph and C57BL/6J, DBA/2J, BALB/cJ and SWR/J were 0,777, 0'721, 0'721 and 0,838 respectively. New allozymes are described as being controlled by the loci £s-23, Pre-2 and Tam-1. The genetic relationship to M.m.molossinus is indicated by identical alleles at six other loci .
Material and methods
The PWD/Ph and PWK/Ph strains were each derived from one pair of wild mice captured in 1974 in cages of exotic birds in the Prague Zoo (PWD) and in Lhotka about 30 km from the first locality (PWK). Both lines underwent inbreeding at the Institute of Molecular Genetics of the Czechoslovak Academy of Sciences. Their present inbred statuses are F29 and F33 respectively. They were made available to F. Figueroa, Tiibingen, in 1983 and from there came to Freiburg in 1984. Two animals of each strain were examined for their alleles at 37 biochemical loci which are known to show genetic variations between laboratory and wild mice ( Table 1 ). The separation techniques and staining procedures have been described previously (see Table 1 ).
Results and discussion
The results are shown in Table 1 . The two new inbred strains PWD/Ph and PWK/Ph carried identical alleles at all loci studied except £s-13. This uniformity is surprising since the strains have been developed independently and the localities where the progenitor mice were captured are separated by a distance of 30 km. The low degree of interstrain difference indicates a high degree of homogeneity in the local population from which the founding animals were taken and, accordingly, a low degree of heterozygosity in the individuals.
The loci examined were subdivided into four classes. The first class (common (c» comprised 25 loci which shared their alleles with common inbred strains. Nine loci of the common group •... o (Alb-I, Amy-], Mod-I) have previously been examined in wild M.m.musculus captured in Roumania (Bonhomme et al., 1984) and Denmark (Selander, Hunt and Yang, 1969) . Except for Mod-l the prevailing alleles in the wild mice were the same as those which were fixed in PWD and PWK.
The second class (rare (r» consisted of alleles at three loci which were only occasionally fixed in laboratory strains. These rare alleles are Car-l b , £s-]" and £s-17). £s-17) was also found in wild M.m.musculus from eastern Czechoslovakia (Brno), Yugoslavia (Belgrade) and Jutland (Skive) (Antonucci et 63 al., 1984) , indicating that this allele is widely distributed in M.m.musculus.
The third class (Molossinus-like (m» was composed of six esterase loci (£s-2, £s-9, £s-10, £s-l1, £s-18 and £s-22) whose products have not been detected in laboratory strains although they occur in M.m.molossillus (Womack & Sharp, 1976; von Deimling, 1987) . (Yonekawa el al., 1986) .
The fourth class (private (p» consists of three loci (£s-23, Pre-2 and Tam-I) coding for von Deimling, Forejt & Wienker allozymes not previously described. E$-23 was represented by a weak band comigrating with ES-23A but exhibiting a clearly reduced activity. This allozyme and its allele were designated ES-23F (Figs l(b) and l(d» and £s-23 1 , respectively.
PRE-2 was represented by a strong band of greater electrophoretic mobility than PRE-2B (Fig. 2) . The tentative designations of this phenotype and its allele were PR£-2C and Pre-2 c respectively.
Finally, a unique submandibular esterprotease band was found which presumably represents T AM-l (not shown). It was tentatively designated TAM-IO with the corresponding allele
Tam-l d .
The allele distribution at the 37 loci was compared with that of four common laboratory strains (C57BU6J, DBA/2J, BALB/cJ and SWR/J) and the genetic distance index (Nei, 1972) was estimated for each pair of strains. As shown in Table 2 , there are relatively large differences between PWKJPh and PWD/Ph on the one side and the laboratory strains on the other. Our data are consistent with earlier findings that M.m.musculus represents a biochemically separate group .
Our result also agrees well with the suggestion that M.m.musculus 'played almost no role in producing the genomes of domesticated laboratory mice' (Sage, 1981 
